tentative identification as Lamna nasus (Bonnaterre, 1788). The specimen (without the head) measured 105 cm, corresponding to a total length of about 130 cm (Figure 1) .
On 29 May 2009, a juvenile male shark was found dead at Chapadmalal beach (Buenos Aires, Argentina) (38°11´46´´S, 57°40´19´´W). Surface water temperature during this week ranged from 13.6 to 13.8°C. Unfortunately, the specimen lacked the head, but some external features identified it as belonging to the family Lamnidae. Moreover, its general body shape, the position of the first dorsal fin, a double caudal keel, and the white colour of the free rear tip of the first dorsal fin, suggested a
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The average K2P genetic distance between public records of Lamna nasus (n = 85) was 0.84% and the maximum intraspecific distance was 1.71%. The distance to the nearest neighbor was 5.47%, which occupied a BIN with 18 members identified as Lamna ditropis (BOLD: AAC0516). Significant structuring in COI sequences was detected in our analysis of Lamna nasus using public previous version of the manuscript. This work represents a contribution to the South American Regional Working Group of FISH-BOL. This research was partially supported by PIP CONICET 0942 and through funding from the Canadian Barcode of Life Network from Genome Canada (through the Ontario Genomics Institute).
Conflict of interest:
Authors declare nothing to disclose.
also found far from land in ocean basins and occasionally inshore. It has centers of distribution in the temperate North Atlantic and in a circumglobal band of temperate water in the southern Atlantic, southern Indian, southern Pacific, and Antarctic Oceans [5] . The presence of this shark in shallow waters is rare. Previous records of Lamna nasus in Argentina, except that of Lucifora and Menni [6] , are from open waters deeper than 90 m and comprise mature specimens (from 190 to 230 TL) [7] [8] [9] [10] . The coastal record of Lucifora and Menni [6] was in summer and consisted of a juvenile female. According to Jensen et al. [11] male Porbeagles mature between 160 and 190 cm fork length (FL) (50% maturity length (L50) equals approximately 174 cm FL; 50% maturity age (A50) approximately 8 years), while females mature between 205 and 230 cm (L50 approximately 217 cm FL; A50 approximately 13 years). All offshore reports of Lamna nasus in Argentina correspond to mature specimens (from 190 to 230 cm TL). Porbeagles are a common catch in Uruguayan longline fisheries off the Río de la Plata [12] . The Porbeagle is included in appendix II of CITES and its status at this time is Vulnerable [13] . The species is caught in longline fisheries in both the North Atlantic and the Southern Hemisphere. In the Northwest Atlantic, the Porbeagle population has been depleted to about 10% of its original abundance [14] . Information on the status of the southern population is lacking; however, the apparent slower growth of southern Porbeagles as compared to the North Atlantic population suggests an even lower resiliency to fishing pressure than the northern population [15] .
This report is a case study of the utility of DNA barcoding for specimen identification, but also an example of a phylogenetic application, in this case, the genetic separation of northern and southern hemisphere populations. It also exemplifies the role of molecular analysis in contemporary systematic studies. The library of DNA sequences is constantly growing, with data from all over the world, facilitating the identification of organisms when external morphology makes difficult a correct assignment to species (e.g. part of animals, certain stages of development), and also providing supplementary phylogenetic data and even accelerating the discovery of new species.
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